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In the maims- 

Please amend the claims as follows: 



486. ^mended once) A method of detecting whether one or more 
target non-visral species may be present in a sample comprising the 
steps of: 

(a) contacting said sample with hybridization assay means for 
detecting if a nufcleic acid variable region characteristic of said one 
or more target speVi.es may be present in said sample, wherein said 
means distinguishes^ nucleic acid variable region characteristic of 
said one or more target species from [the] nucleic acid of at least 
one non-target specie^ wherein said variable region is present in an 
rRNA sequence, or a DNA sequence encoding for said rRNA sequence, in a 
location corresponding a target region selected from the group 
consisting of: 

bases 65-108 of E. coli 5 s\ r RNA or the encoding DNA; 
bases 60-105 of B. coli l6s\rRNA or the encoding DNA; 
bases 120-150 of E. coli 16S\rRNA or the encoding DNA 
bases 170-230 of E. coli 16S rRNA or the encoding DNA, 
bases 405-490 of E. coli 16S rl^A or the encoding DNA, 
bases 600-675 of E. coli 16S rRN^ or the encoding DNA 
bases 705-735 of E. coli 16S rRNA or the encoding DNA 
bases 820-870 of E. coli 16S rRNA o\ the encoding DNA 
bases 980-1060 of E. coli 16S rRNA oXthe encoding DNA; 
bases 1125-1155 of E. coli 16S rRNA or\the encoding DNA; 
bases 1250-1290 of E. coli 16S rRNA or tke encoding DNA; 
bases 270-405 of E. coli 23S rRNA or the Encoding DNA; 
bases 535-575 of E. coli 23S rRNA or the encoding DNA; 
bases 1150-1200 of E . coli 23S rRNA or the encoding DNA; 
bases 1440-1600 of E . coli 23S rRNA or the encoding DNA; 
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bases 1710-1750 of k coi i 23S rRNA or the encoding DNA; and 
bases 2190-2330 of k coli 23S rRNA or the encoding DNA; 

Proved t^t ift^id target region -i* in „ i~. n r1 ^ 

PNA. then wH 9ng Qr A nr » farrf ^ pppp1pf! is mmm ^< 



and 



b) determining if Lid means detects the presence of said nucleic 
acid variable region characteristic of said one or more target species 
as an indication that said\ one or more target species may be present 
in said sample. 

487. (Amended once) A method of detecting whether one or more 
target non-viral species may be present in a sample comprising the 
steps of: 

a) contacting said sample with an oligonucleotide probe which 
distinguishes between nucleic acid of said one or more target species 
from nucleic acid of at least one non- target species, wherein a duplex 
formed between said oligonucleotide probe and a variable region 
present in said nucleic acid of one or more target species has a 
higher t. than a duplex formed between said oligonucleotide probe and 
said variable region present in said nucleic acid of at least one non- 
target species, wherein said variable region is present in an rRNA 
sequence, or a DNA sequence encoding for said rRNA sequence, in a 
location corresponding to a target region selected from the group 
consisting of: 

bases 65-108 of E. coli 5S rRNA or the encoding DNA; 
bases 60-105 of E. coli 16S rRNA or the encoding DNA; 
bases 120-150 of E. coli i 6S rRNA or the encoding DNA, 
bases 170-230 of E. coli 16S rRNA or the encoding DNA 
bases 405-490 of E. coli 16S rRNA or the encoding DNA 
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bases 600-675 of E. coli 16S rRNA or the encoding DNA; 
bases 705-735 of E. coli 16S rRNA or the encoding DNA, 
bases 820-870 of E. coli 16S rRNA or the encoding DNA 
bases 980-1060 of E. coli 16S rRNA or the encoding DNA; 
bases 1125-1155 of E. coli 16S rRNA or the encoding DNA; 

bases 1250-1290 of E. coli 1 6S rRNA or the encoding DNA; 

bases 270-405 of E. coli 23S rRNA or the encoding DNA; 

bases 535-575 of E. coli 23S rRNA or the encoding DNA; 

bases 1150-1200 of E. coli 23S rRNA or the encoding DNA; 

bases 1440-1600 of E. coli 23S rRNA or the encoding DNA; 

bases 1710-1750 of E. coli 23S rRNA or the encoding DNA; and 

bases 2190-2330 of E. coli 23S rRNA or the encoding DNA; 

provided that if Paid target T~H«n -i s in a l^ r-TI 

corresponding to h* P r P T9S0-129Q of F! ro7 i i fifl yp Ma ^ ^ ^ -^^ 

DNA, th*n one or morn target is *™n lamu . rn ^ nJ| -,- 

and 

b) detecting the presence of a nucleic acid complex comprising 
said oligonucleotide probe formed under conditions of high stringency 
as an indication that said one or more target species may be present 
in said sample, wherein under said conditions said oligonucleotide 
probe does not. form a detectable duplex with said nucleic acid of at 
least one non- target species. 



» 488. (Amended \once) A method of detecting whether one or more 

Vtarget non-viral species may be present in a sample comprising the 
/steps of: 

(a) contacting s^id sample with hybridization assay means for 
detecting if a nucleic Vcid variable region characteristic of said one 
or more target species ly be present in said sample, wherein said 
means distinguishes a nudleic acid variable region characteristic of 
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said one or mire target species from [the] nucleic acid of a£ least 
one non-target\species belonging to the same genus as said one or more 
target species A wherein said variable region is present in an rRNA 
sequence, or a DNA sequence encoding for said rRNA sequence, in a 
location corresponding to a target region selected from the group 
consisting of: 

bases 65-108 of E.\coli 5S rRNA or the encoding DNA; 
bases 60-105 of E. coli 16S rRNA or the encoding DNA; 
bases 120-150 of E. Wli 16S rRNA or the encoding DNA; 
bases 170-230 of E. ioli 16S rRNA or the encoding DNA, 
bases 405-490 of E, ch>li 16S rRNA or the encoding DNA, 
bases 600-675 of E. coVi 16S rRNA or the encoding DNA, 
bases 705-735 of E. coM 16S rRNA or the encoding DNA, 
bases 820-870 of E. coli 16S rRNA or the encoding DNA 
bases 980-1060 of E. colV 16S rRNA or the encoding DNA; 
bases 1125-1155 of E. coM 16S rRNA or the encoding DNA; 
bases 1250-1290 of E . col\ 16S rRNA or the encoding DNA; 
bases 270-405 of E . coli 23S rRNA or the encoding DNA; 
bases 535-575 of E . coli 23S rRNA or the encoding DNA; 
bases 1150-1200 of E. coli 2BS rRNA or the encoding DNA; 
bases 1440-1600 of E. coli 23^S rRNA or the encoding DNA; 
bases 1710-1750 of E . coli 23a rRNA or the encoding DNA; and 
bases 2190-2330 of E. coli 23SVRNA or the encoding DNA; 

provided that if said targfet region is in a location 

CprreBponflinq tP EfflflftP «5Q-»9qW E. COli 1 6S rRNA or r .he PnroHnnrr 
PNA, then , said Qn , e or more target \speci eB is Myco pl asma nnvnmnni a* ■ 
and 

b) determining if said means detects the presence of said nucleic 
acid variable region characteristic Af said one or more target species 
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as an indication that said one or more target species may be present 
in said sample 



489. (Amended once) A method of detecting whether one or more 
target non-viral ipcies may be present in a sample comprising the 
steps Of: 

a) contacting\said sample. with an oligonucleotide probe which 
distinguishes between nucleic acid of said one or more target species 
from nucleic acid of\ at least one non-target species belonging to the 
same genus as said oke or more target species, wherein a duplex formed 
between said oligonucleotide probe and a variable region present in 
said nucleic acid of i>ne or more target species has a higher T ra than a 
duplex formed between Is a id oligonucleotide probe and said variable 
region present in said\ nucleic acid of at least one non- target 
species, wherein said Variable region is present in an rRNA sequence, 
or a DNA sequence encoding for said rRNA sequence, in a location 
corresponding to a target region selected from the group consisting 
of: 

bases 65-108 of E. coli §S rRNA or the encoding DNA; 
bases 60-105 of E. coli V6S rRNA or the encoding DNA; 
bases 120-150 of E. coli 16S rRNA or the encoding DNA 
bases 170-230 of E. coli lfes rRNA or the encoding DNA, 
bases 405-490 of E. coli ids rRNA or the encoding DNA, 
bases 600-675 of E. coli 16S rRNA or the encoding DNA 
bases 705-735 of E, coli 16s\rRNA or the encoding DNA, 
bases 820-870 of E. coli 16S brRNA or the encoding DNA ( 
bases 980-1060 of E. coli 16S\rRNA or the encoding DNA; 
bases 1125-1155 of E. coli 16s\rRNA or the encoding DNA; 
bases 1250-1290 of E. coli 16S Vrna or the encoding DNA; 
bases 270-405 of E. coli 23S rRtiA or the encoding DNA; 
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bases 535-57j5. of E. coli 23S rRNA or the encoding DNA; 
bases 1150-1200 of E. coli 23S rRNA or the encoding DNA, 
bases 1440 -16 CIO of E. coli 23 S rRNA or the encoding DNA 
bases 1710-175(9 of E. coli 23S rRNA or the encoding DNA; and 
bases 2190-233o\of E. coli 23S rRNA or the encoding DNA 

proyjcfed thy, jf said target region is in a location 
Corresponding tQ 125Q-12 9Q of g. coli IfiB rRNA nr th Q ending 



PNA, then said one\or more target s p ecies is Mvconlaxmx 



pneumoniae 



and 



b) detecting the presence of a nucleic acid complex comprising 
said oligonucleotide! probe formed under conditions of high stringency 
as an indication that} said one or more target species may be present 
in said sample, wherein under said conditions said oligonucleotide 
probe does not form aldetectable duplex with said nucleic acid of at 
least one non-target species. 

490. (Amended oncfe) A method of detecting whether one or more 
target non-viral specie^ may be present in a sample comprising the 
steps of: 

(a) contacting said\sample with hybridization assay means for 
detecting if a nucleic acid variable region characteristic of two or 
more non- viral target specVes belonging to a first genus, at least one 
of which is said one or moie target species, wherein said means 
distinguishes said nucleic kcid variable region characteristic of said 
two or more non-viral target! species from [the] nucleic acid of at 
least one non-target species! belonging to a second genus which is 
different from said first geAis, wherein said variable region is 
present in an rRNA sequence, or a DNA sequence encoding for said rRNA 
sequence, in a location corresponding to a target region selected from 
the group consisting of 
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bases 65-108 of E. coli 5S rRNA or the encoding DNA; 
bases 60-105 of E. coli 16S rRNA or the encoding DNA; 
bases 12 0-15O of E. coli 16 S rRNA or the encoding DNA; 
bases 170-23o\of E. coli 16S rRNA or the encoding DNA; 
bases 405-490 W E. coli 16S rRNA or the encoding DNA; 
bases 600-675 of E. coli 16S rRNA or the encoding DNA; 
bases 705-735 of\E. coli 16S rRNA or the encoding DNA; 
bases 820-870 of E. coli 16S rRNA or the encoding DNA; 
bases 980-1060 of E. coli 16S rRNA or the encoding DNA; 
bases 1125-1155 of \e. coli 16S rRNA or the encoding DNA; 
[bases 1250-1290 of \E . coli 16S rRNA or the encoding DNA;] 
bases 270-405 of E. ioli 23S rRNA or the encoding DNA; 
bases 535-575 of E. coli 23S rRNA or the encoding DNA; 
bases 1150-1200 of E. coli 23S rRNA or the encoding DNA; 
bases 1440-1600 of E. coli 23S rRNA or the encoding DNA; 
bases 1710-1750 of E. coli 23S rRNA or the encoding DNA; and 
bases 2190-2330 of E. com 23S rRNA or the encoding DNA; and 

b) determining if said means detects the presence of said nucleic 
acid variable region characteristic of said two or more non-viral 
target species belonging to W] said first genus as an indication that 
said one or more target specites may be present in said sample. 

491. (Amended once) A method for detecting whether one or more 
target species may be present in\a sample comprising the steps of: 

a) contacting said sample with an oligonucleotide probe able to 
distinguish nucleic acid of two or\more non-viral target species 
belonging to a first genus, at least one of which is said one or more 
target species, from nucleic acid of\ at least one non- viral non- target 
species belonging to a second genus., wherein a duplex formed between 
said oligonucleotide probe and a variable region present in nucleic 
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acid in each of said two or more target species has a higher T ra than a 
duplex formed between said oligonucleotide probe and said variable 
region present in said nucleic acid of at least one non-target 
species, wherein said variable region is present in an rRNA sequence, 
or a DNA sequence encoding for said rRNA sequence, in a location 
corresponding to a target region selected from the group consisting 
of: 

bases 65-108 of E. coli 5S rRNA or the encoding DNA; 

bases 60-105 of E. coli 16S rRNA or the encoding DNA; 

bases 120-150 of E. coli 16S rRNA or the encoding DNA; 

bases 170-230 of E. coli 16S rRNA or the encoding DNA; 

bases 405-490 of E, coli 16S rRNA or the encoding DNA; 

bases 600-675 of E. coli 16S rRNA or the encoding DNA; 

bases 705-735 of E. coli 16S rRNA or the encoding DNA; 

bases 820-870 of E. coli 16S rRNA or the encoding DNA; 

bases 980-1060 of E. coli 16S rRNA or the encoding DNA; 

bases 1125-1155 of E. coli 16S rRNA or the encoding DNA; 

[bases 1250-1290 of E. coli 16S rRNA or the encoding DNA;] 

bases 270-405 of E. coli 23S rRNA or the encoding DNA; 
bases 535-575 of E. coli 23 S rRNA or the encoding DNA; 
bases 115.0-1200 of E. coli 23S rRNA or the encoding DNA; 
bases 1440-1600 of E. coli 23S rRNA or the encoding DNA; 
bases 1710-1750 of E. coli 23S rRNA or the encoding DNA; and 
bases 2190-2330 of E. coli 23S rRNA or the encoding DNA; and 

b) detecting the presence of a nucleic acid complex comprising 
said oligonucleotide probe formed under conditions of high stringency 
as an indication that said one or more target species may be present 
in said sample, wherein under said conditions said oligonucleotide 
probe does not form a detectable duplex with said nucleic acid of at 
least one non-target species. . 
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4 95. (Amended once) The method of claim 494, wherein said target 
region [target region] is in a location corresponding to bases 60-100 
of E. coli 16S rRNA. 



^3 



505. (Amended once) The method of claim 504, wherein said target 
region is in a location corresponding to bases [600-670] 705-735 of E. 
coli 16S rRNA. 




512. (Amended once) The method of any one of claims [486-491] 
435-499 , wherein said target region is in a location corresponding to 
either bases 1250-1290 of E. coli 16S rRNA or the encoding DNA. 



SSSD/79369. vOl 



10 



